Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.032; wR factor = 0.084; data-to-parameter ratio = 15.9.
In the title compound, C 13 H 17 N 2 OS + ÁCl À , the thiazolium ring mean plane makes a dihedral angle of 55.46 (9) with the benzene ring. In the propanol group, the N-C-C-C and N-C-C-O torsion angles are 172.58 (15) and 52.9 (2) , respectively, and the S-C-C-C torsion angle is 178.99 (18) . In the crystal, molecules are linked by O-HÁ Á ÁCl and N-HÁ Á ÁCl hydrogen bonds, forming zigzag chains along [001] . There is also a C-HÁ Á ÁCl interaction present.
Related literature
The title compound was prepared as part of an ongoing investigation into the synthesis and biological properties of thiazole compounds: see; Abdel-Wahab et al. (2009) ; Baia et al. (2008) ; Lesyk et al. (2007) ; Mohamed et al. (2012a,b) ; Potikha et al. (2008) 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Baia et al., 2008) , were found to have a thiazol ring system. In addition, thiazole compounds have been reported to exhibit different pharmaceutical properties, for example antibacterial, antifungal (Abdel-Wahab et al., 2009 ), antitubercular (Shiradkar et al., 2007 , anticancer (Lesyk et al., 2007) . These compounds have been synthesized using different methods (Potikha et al., 2008) . Further to our interest of bioactive compounds (Mohamed et al., 2012a,b; Soliman et al., 2012) we were interested in synthesizing new amino-thiazole derivatives via a one pot reaction protocol. We report herein on the synthesis and crystal structure of the title compound.
In the title compound, (Fig. 1) , the dihedral angle between the thiazole ring (S1/N2/C7-C9) and the benzene ring (C1-C6) is 55.46 (9)°. The thiazolium ring is essentialy co-planar with the methyl group which is attached to it, with torsion angle S1-C9-C8-C10 being 178.99 (18)°. In the propanol group, torsion angles N2-C11-C12-C13 and N2-C11-C12-O1 are 172.58 (15) and 52.9 (2)°, respectively. Bond lengths and angles have normal values and are comparable to those reported for similar structures (Lynch & McClenaghan, 2004; Liu et al., 2011; Wang, 2011) .
In the crystal, molecules are linked by O-H···Cl, N-H···Cl and C-H···Cl hydrogen bonds, into infinite zigzag chains propagating along the [001] direction (Table 1, Fig. 2 ).
A mixture of 75 mg (1 mmol) 1-aminopropan-2-ol, 135 mg (1 mmol) phenyl isothiocyanate and 93 mg (1 mmol) 1-chloropropan-2-one in 50 ml ethanol was refluxed at 351 K. The reaction was monitored by TLC until completion after four hours then cooled to room temperature. The resulting solid was filtered off, dried under vacuum and recrystallized from ethanol to afford colourless crystals suitable for X-ray analysis [Yield 79%; M.p. 419 K].
Refinement
The H atoms were located in a difference Fourier map. In the final cycles of refinement they were included in calculated poitions and refined using a riding model: N-H = 0.86 Å and C-H = 0.93 Å (aromatic), 0.96 Å (methyl), 0.97 Å (methylene) and 0.98 Å (methine), with U iso (H) = 1.5U eq (C) for methyl groups and = 1.2U eq (C,N) for other H atoms.
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007 The molecular structure and atom-numbering scheme for the title compound. Displacement ellipsoids are drawn at the 30% probability level. 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

